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Population genetic structure of Armenians livingrian and in Diasporal com-
munity of London was comparatively studied based ®r'JEP and 6 STR Y chro-
mosome markers. The results of the study have shtwan genetically the two
groups significantly differ from each other. Thiglicates that the dataset of Iranian
Armenians collected outside Iran, due to historiadl geographic peculiarities of
population dispersal, is substantially biased aodsdnot adequately represent the
original community established in Iran since thgibring of 17 century AD.

Iranian Armenians — Nor Jugha — Y chromosome -isingcleotide polymorphism
(SNP) — microsatellites

Ulipljw wpuwnwtpmy hknwgnungby E bputinid b Cnbnninud phwljynn hugb-
rh ghutnhjuljut jupniguspp, pun Y ppodnundh 12 UEP b 6 STR dwpybpubph:
Uwnwugws wpynibpubpp gnyg L wwhu, np qhibnhljuljut mbkuwljbinhg nh-
wnwplynn judpipp hwjuwunpnpbt wuppbpdnud B dhdjuighg: dw Jiugnud &, np
Ppwith vwhdwbubphg nnipu pwldny wwpuwhwjtph ptnpwithy, qunptph Wuwn-
dwljut b wphuphwgpuljut  wpwbdbwhwnljnipmitutph  Wyuwndweny, gqkuk-
mhljuljutt jupnigyuspny qquiphnpku pknjws b b hwlwmywmwupwbinpk sh wp-
wnwgnnid kplyph hwjwljwt hudwjupp, npp hhddky £ d.e. 17-pn nuuph uljqpoud:

Nupuljmhuykp — Unp Qniqu — Y ppndnund — Equilip bn [ Eninpnuyhle
wnjpunpphqu (SNP) — uplpnuunnkypinlikp

Ha ocrose uccnenoanus 12 UEPu 6 STRMapkepoB Y XpoMOCOMBI IPOBEICHO
CPaBHUTEJBHOE M3y4CHHE MOMYIISAIMOHHO-TEHETHIECKOH CTPYKTYPhl HPAHCKUX apMsAH
U JUAcHOpalbHOM IPYIIbl HX COOTEUECTBEHHMKOB, INpoxuBaromux B JIoHIOHE.
IMomyueHHbIE pe3yabTaThl YKa3bIBAIOT, YTO HAOMIO[aEeMBbIE HOMYIISILIMN B TEHETHUECKOM
OTHOILIEHHH JJOCTOBEPHO OTJIMYAIOTCSI APYT OT Apyra. OTO CBUAETENBCTBYET O TOM, UTO
BBIOOPKA MPAHCKHX apMsH, HPOXKUBAIONIMX 3a npenenamu Vpana, B cuity HCTOpHec-
KHX U reorpadH4ecKux 0COOCHHOCTe! UX MUTPALUA, SIBIIETCS CYIIECTBEHHO CMEIICH-
HOIA 110 CBOEil FeHEeTHYECKO! CTPYKTYpPE U HE OTPaXKaeT B MOJIHOI Mepe UCXOJHYIO 0~
MYJISILMIO, TIOSIBUBIIYIOCS B CTpaHe B Havase 17 Beka H.3.

Hpanckue apmsine — Hop Jicyea — Y xpomocoma — norumop@usm eOuHuHbIx
nyrkreomudog (SNP) —uukpocameniumor

85



L.V. ANDONIAN

Armenians have strong and distinct ethnic and calltidentity which unites them
as an ethno-national group. Recent studies (Wda#e.,e2001; Yepiskoposyan et al.,
2001; Harutyunyan et al., 2009) revealed significaygional stratification (based on
Y-chromosome diversity), on a level greater thaat flound in some comparisons bet-
ween different ethno-national identities. Sincdyemedieval time Armenians have dis-
persed to many regions of Middle East, westerncamdral European countries thus star-
ting a history of the Diaspora. The Armenian comityuaf Nor Jugha (historically, the
district of Esfahan) in Iran is one of the biggPsispora populations; it starts his history
from the beginning of 17th century AD and representlassical example of ethnic gro-
up genetically isolated from neighbouring populasi@ue to state borders (from Turkey
and Russia, then USSR) and religious differencésig@an vs. Muslim).

The principal aim of this report is to check if @bssample of the dataset taken
from Diaspora communities of Nor Jugha Armeniamgn@ beyond Iran) adequately
describes Y-chromosome diversity in the Armeniapytation of Esfahan.

Mouth swabs from informed consenting self-identifiermenian males, unrelated
at the paternal grandfather level, were collectettan (n=89) and in Armenia and UK
(n=57). The samples were screened for 12 bial{lEP) markers and for 6 microsatel-
lite markers (the set typed at the Centre for Gerfenthropology, University College
London). The details of genetic typing and the rad¢hof subsequent statistical analysis
of the data done by Arlequin package (Excoffiealet 2005) are described earlier (An-
donian et al., 2010).

The 12 SNP markers identified 7 haplogroups in Ariaes from Esfahan and 5
haplogroups beyond Iran. The difference betweengtioeps according to haplogroup
structures is significant (P<0.05) while applyinget test for population differentiation
(Nei, 1987). The modal (i.e. most frequently endeted) haplogroup in both groups is
hg J (31.5% in Iran and 43.9% outside), followedhgyP*(xR1a), BR*(xDE,JR) and
E*(xE3a) (Table 1). The six microsatellite markdefined 72 haplotypes (51 in Iran, 38
outside Iran). The difference between the two data based on microsatellite and com-
pound SNP+microsatellite haplotypes are also sigant (P<0.001in both cases).

The two sample sets share some frequently encashteplotypes identified in
more than 3% in one of the groups. The modal hgpéotin Armenians from Isfahan
(7.87 %) is not found outside Iran, while the mddaplotype outside Iran is also present
at moderate rate in Iran (8.77 % and 3.37 %, reiqedy). If we compare modal clusters
(as modal haplotypes and their one-step neightbetsjeen the two groups, we can state
that both data sets share almost the same rateodélncluster originally encountered
outside Iran (19.1 % in Iran and 17.54 % outsid@)r

Table 1. Y chromosome haplogroup frequencies in two dasaaferanian Armenians.

Haplogroup Arm_IR IranAr
(n=89) (n=57)

P*(xR1a) 0.2584 0.3158
BR*(XDE,JR) 0.2022 0.0877
Rlal 0.0337 0.0175
J 0.3146 0.4386
E*(xE3a) 0.0787 0.1404
K*(xL,N3,02b,P) 0.0337
L 0.0787 -
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Genetic diversity values (h) are quite similar (&) while comparing haploty-

pes (at microsatellite level only) or compound loypes (SNP+microsatellite level),
though at haplogroup level (SNP only) the diffeeebetween corresponding h values is
significant both by bootstrap and Bayesian meti{@tiemas et al., 2002).

Thus, the results of the comparison between Nohdugmenians living in Es-

fahan and outside Iran show that these two groigsfieantly differ from each other
according to population genetic structure based @hromosome diversity. It means
that the dataset of Nor Jugha Armenians collecigdide Iran, due to historical and
geographic peculiarities of population dispersalsubstantially biased and does not
adequately represent the original community esthbli in Iran since the beginning of
17th century AD.
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